Draft genome sequence of the denitrifying strain Kiloniella sp. P1-1 isolated from the gut microflora of Pacific white shrimp, Litopenaeus vannamei.
A denitrifying bacterium, Kiloniella sp. P1-1, was isolated from the intestinal tract contents of Pacific white shrimp (Litopenaeus vannamei) from the Taiwan Strait, China. Here we report the draft genome sequence of Kiloniella sp. P1-1, which comprised 4,312,146 bp in 85 contigs with a G+C content of 46.09%. Related genes involved in the denitrification process could be identified in this genome. The genome sequence of Kiloniella sp. P1-1 may provide insights into the mechanism of denitrification.